ABSTRACT
INTRODUCTION
Diffuse large B-cell lymphoma (DLBCL) is the most common form of lymphoma, accounting for 25-30% of all newly diagnosed cases of adult non-Hodgkin lymphoma (NHL). DLBCL is classified as a heterogeneous entity, encompassing several morphological variants, various biological abnormalities, and variable clinical behaviors and responses to treatment [1] . The International Prognostic Index (IPI), and its variants designed for younger or elderly (e.g., age-adjusted IPI) patients and patients treated with rituximab (e.g., revised R-IPI), are the only widely accepted, validated clinical prognostic indices for DLBCL [2, 3] ; however, some patients with a favorable IPI fail treatment and vice versa.
Some prognostically significant molecular and immunohistochemical characteristics of DLBCL have been identified, but cost and technical constraints make their routine application impractical; therefore, finding inexpensive, readily available surrogate prognostic markers could make an important contribution to improved risk assessment for individual patients.
Inflammatory cells and soluble mediators, such as cytokines and chemokines, are essential factors that sustain cell growth and invasion, induce angiogenesis, and suppress antitumor immune functions [4, 5] . The presence of systemic inflammation was identified as an independent predictor of the response to treatment, overall survival (OS) and event-free survival in DLBCL patients [6] .
The red blood cell distribution width (RDW) is a coefficient of the volume variation of circulating erythrocytes, and is routinely measured in clinical practice as part of a complete blood count (CBC). As an easy-tomeasure marker of the systemic inflammatory response, the RDW has been reported in many pathophysiological conditions, including cardiovascular disease and generally increased progressive inflammation [7] [8] [9] [10] [11] . The RDW is being increasingly recognized as having an important role in tumor progression and prognosis [12] [13] [14] [15] [16] [17] .
Here, we present our single-institution experience assessing the prognostic value of the RDW in DLBCL at diagnosis. We retrospectively analyzed a cohort of patients with DLBCL, treated from 2005 to 2016 at our institution, to investigate the prognostic role of RDW at diagnosis in our population in terms of progression-free survival (PFS) and overall survival (OS).
RESULTS

Patient characteristics
The analysis included 161 patients [median age = 59 years (range: 18-80 years); 91 (56.5%) males]. The median follow-up time was 42 months (range: 6-120 months).
Based on a receiver operating curve (ROC) analysis of RDW, the patients were divided into low-and high-RDW groups using a value of 14.1%. The area under the curve (AUC) for RDW was 0.716 (95% confidence interval
[CI] = 0.578-0.854), and the optimal cutoff value was 14.1%, with 78.6% sensitivity and 64.0% specificity (P=0.007; Figure  1 ). There were 111 patients with a low RDW (< 14.1%) and 50 patients with a high RDW (≥ 14.1%). The patients with a high RDW more frequently showed B symptoms (P=0.001) and had a higher IPI (P=0.032), more extranodal sites of disease (P=0.035), and significantly lower Eastern Cooperative Oncology Group performance status (ECOG-PS) (P=0.031). There were no significant correlations between RDW and numerous clinical pathological factors, including age, gender, lactate dehydrogenase (LDH) at diagnosis, disease stage, pathology type, and bone marrow infiltration (Table 1) .
Association between RDW level and clinical outcome
With a median follow-up of 24 months (range: 6-120 months), patients with a high RDW had a significantly lower PFS than those with a low RDW (2-year PFS, 44.7% vs. 81.8%, respectively; P=0.000) (Figure 2 ). The OS showed a similar tendency between the two groups (2-year OS, 53.6% vs. 83.6%, P=0.000) ( Figure 2) . Tables 2 and 3 summarize the results of univariate and multivariate analyses of factors influencing OS and 
DISCUSSION
The RDW value, obtained at diagnosis as part of a standard automated CBC, is a novel, immediate prognosticator in DLBCL patients. Our results for DLBCL confirm reports by other investigators [12] ; we provide evidence that a high RDW at diagnosis is strongly
RDW is an automated measure of the heterogeneity of red blood cell dimensions (e.g., anisocytosis) and is performed routinely as part of a CBC. Traditionally, it has played a role in the differential diagnosis of anemia [18] . Recently, RDW is increasingly being recognized to play important roles in carcinogenesis and tumor progression [12, 13, 16, 17] . There is evidence of its prognostic value in various malignancies [15, [19] [20] [21] [22] . Some studies and a meta-analysis demonstrated that RDW is a potent predictor of all-cause mortality, including cancer-related deaths [23] [24] [25] . In patients with symptomatic multiple myeloma, elevated RDW values were associated with a higher disease stage according to the International Staging System, and a poor prognosis [26] . RDW is reported to be a useful biomarker for distinguishing between benign and malignant breast tumors. An elevated pretreatment RDW may be associated with a worse prognosis in young women with breast cancer [27] . Moreover, RDW elevation is significantly correlated with larger primary tumors, more infiltrated axillary lymph nodes, and advanced stages [15] .
The mechanism underlying the relationship between RDW and survival or disease activity is not clear. Research has found an association between RDW and a variety of inflammatory markers, such as high-sensitivity C-reactive protein, the erythrocyte sedimentation rate, interleukin-6, soluble transferrin receptor, and soluble tumor necrosis factor receptors I and II [9] . A high RDW reflects underlying inflammation that impairs erythrocyte maturation and leads to inadequate production of the hormone erythropoietin, undernutrition (i.e., deficiencies in nutrients such as iron, vitamin B 12 , and folate), oxidative damage, and age-associated diseases via changes in erythropoiesis [28] . Inflammation impairs erythropoiesis and contributes to the increase in RDW. Furthermore, inflammation can cause changes in red blood cell maturation by altering the red cell membrane, leading to increased RDW [29] . It is also associated with impaired iron release from reticuloendothelial macrophages, which can be observed in anemia caused by inflammatory conditions [30] .
The role of inflammation in the development of lymphoma has long been recognized and investigated extensively. DLBCL development and invasion depend on multiple interactions between tumor cells and nonneoplastic cells, and on their interaction with the surrounding stroma/matrix environment [31] . In this study, we found a positive association between RDW and B symptoms, a higher IPI, and a lower ECOG-PS. This might also reflect an association between RDW and the increased inflammation or malnutrition caused by cancer progression. This study was limited in that it was conducted at a single center and included a retrospective analysis of a small number of patients. Further multicenter, prospective studies containing more patients are needed. Despite these limitations, our study suggested that pretreatment RDW is associated with PFS and OS in DLBCL patients treated with rituximab and CHOP (cyclophosphamide, doxorubicin, vincristine, prednisone; R-CHOP) or similar chemotherapy. A high RDW before treatment initiation was an predictor of unfavorable prognosis in DLBCL patients. Based on our findings, we recommend that RDW be used as an easily determined, inexpensive biomarker for risk assessment in patients with DLBCL.
MATERIALS AND METHODS
Patients and methods
The inclusion criteria were a diagnosis of de novo DLBCL, treatment with R-CHOP or R-CHOP-like chemotherapy (e.g., EPOCH and CHOEP regimens, used when patients are young, with an elevated LDH and bulky mass, and are of Stage III/ IV; no patients received radiotherapy) for at least four cycles, complete clinical data, and followed at the First Affiliated Hospital of Wenzhou Medical University from 2005 to 2016. The dose of rituximab was 375 mg/m 2 for all patients. We excluded patients with primary central nervous system lymphoma, transformed NHL, or human immunodeficiency virusassociated DLBCL, and those who were lost to follow-up. Patients with inflammatory conditions, including infections or collagen diseases, anemia, and other diseases of the hematological system, cardiovascular and cerebrovascular disorders, a previous malignancy, pre-treatment with induction chemotherapy or radiotherapy, or non-cancerassociated death, were excluded. From June 2005 until February 2016, 161 patients with DLBCL qualified for the study, which was approved by the Institutional Review Board of the First Affiliated Hospital of Wenzhou Medical University and was performed in accordance with the principles of the Declaration of Helsinki.
The RDW was calculated in routine blood tests performed immediately after DLBCL was diagnosed and before initiating any treatment (pretreatment RDW). Receiver operating characteristic (ROC) curve analysis was used to determine the optimal RDW cutoff. The binary clinical outcome (death/survival) was determined 2 years after diagnosis. Patients were categorized as "alive/censored" when the follow-up time was longer than 2 years, and as "dead" when they died before this time.
The following demographic characteristics, clinical features, and laboratory parameters were obtained from medical records: sex, age, disease stage, IPI, presence of B symptoms, LDH, hemoglobin (Hb), pathology type, ECOG-PS, and number of extranodal locations involved.
The response and relapse criteria were as defined by Cheson et al. [32] . OS was defined as the time from diagnosis to death. PFS was defined as the time from diagnosis to relapse.
Statistical analysis
The statistical analyses were performed using SPSS software (ver. 17.0). Correlations between RDW and clinical parameters were evaluated using the chi-square or Fisher's exact test. OS and PFS were analyzed using Kaplan-Meier curves, which were compared using the logrank test. Categorical variables were compared using the chi-square test. Variables that were significant at P<0.05 in the univariate Cox regression analysis were included in the multivariate analysis using forward stepwise selection. P<0.05 was considered statistically significant and all P-values were two-tailed.
